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Figure S3
Hierarchical clustering of Z-score normalized expression data (PLIER+16) for 12,104 probe sets that detected differentially expressed transcripts between MCF-7-Snail and MCF-7-Control cells. Clustering method: Complete linkage (maximum); Similarity measure: Correlation; Ordering function: Average value. N1-N3: MCF-7-Control cells; S1-S3: MCF-7-Snail cells. Color coding: greenz-score < 0; redz-score > 0
Figure S4
Relative expression of Snail (SNAI1) and Slug (SNAI2) in MCF-7-Snail vs. MCF-7-Control cells. Relative expression (RE) was determined by qPCR (SYBR Green, see Supplemental method S1). Error bars: 95% CI (N=3 replicates). p-values were calculated by randomization test.
Figure S5
Relative expression of ESR1 (a) and EGFR (b) in MCF-7-Snail (SN) vs. MCF-7-Control (CT) cells (b) determined by qPCR (TaqMan, see Supplemental method S2). (a) Results are presented as mean normalized threshold cycle values due to very low relative expression of ESR1 in MCF-7-Snail vs MCF-7-Control cells; p=0; error bars=SD (N=3 replicates).
Figure S6
Expression of HER-2/neu determined by ELISA in buffer solution (NC), MCF-7-Control (CT) and MCF-7-Snail (SN) cells. ANOVA p-value = 0.1164; Error bars=SD; N=3 replicates. Y-axis scaled to demonstrate very low level of HER2/neu signal intensity (expected signal intensity in HER-2/neu positive cells is ~2 for cell lysates with the same total protein concentration [2] ).
Figure S7
Examples of dose-response curves in which mesenchymal-like MCF-7-Snail cells (red) demonstrate lower sensitivity (gemcitabine), equal sensitivity (vincristine) and higher sensitivity (cisplatin) relative to epithelial-like MCF-7-Control cells (green). Curves fitted from experimental data by non-linear regression of logtransformed data using a normalized response-variable slope model (GraphPad Prism 5.01; GraphPad Software, Inc.). Error bars: SD. 
Figure S9
Radiation sensitivity curves for MCF-7-Snail and MCF-7-Control cells determined as described in Materials and Methods section and presented in semi-log plot. Table S1 GeneGO pathway maps significantly enriched for up-regulated genes in MCF-7- 
Supplemental tables

Supplemental methods
Method S1 Relative expression of Snail (SNAI1) and Slug (SNAI2) genes in MCF-7-Snail vs. MCF-7-Control cells was determined by qPCR using SYBR Green method as previously described [3] . Sequences of primers are listed below: Method S2 Expression of ESR1 and EGFR genes in MCF-7-Snail vs. MCF-7-Control cells was determined by qPCR using TaqMan method as previously described [7] using following TaqMan Gene Expression Assays: Hs00174860_m1 (ESR1); Hs01076078_m1 (EGFR); and Hs02758991_g1 assay (GAPDH).
Method S3
The level of total HER-2/neu protein in MCF-7-Snail vs. MCF-7-Control cells was determined by ELISA using the PathScan Total HER2/ErbB2 Sandwich ELISA Kit (Cell Signaling Technology, Inc.) following the manufacturer's instructions. Cells were grown in 3 independent cell cultures to ~80% confluence and lysed using the included cell lysis buffer. Total protein concentration in cell lysates was determined with Pierce Detergent Compatible Bradford Assay Kit (Thermo Fisher Scientific) and adjusted to 80 µg/mL. Total HER-2/neu was determined by absorbance reading at 450 nm.
